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Cell lysis, (563) 213

Cell migration, (569) 185

Cell motility, (556) 221

Cell penetrating peptide, (567) 265; (569) 346; (570) 149

Cell proliferation, (562) 5; (564) 171; (576) 156, 221

Cell surface distribution, (573) 6

Cell survival, (569) 267; (578) 152

Cell suspension culture, (567) 197

Cell transformation, (567) 321

Cell volume regulation, (556) 99

Cell wall, (571) 221

Cellular inhibitor of apoptosis protein, (566) 151

Cellular senescence, (575) 30

Cellulose binding, (576) 251

Cellulose degradation, (566) 11

Cellulose deposition, (564) 183

Cellulosome, (572) 195

Centromere, (575) 112

Centrosome, (566) 162; (572) 51; (575) 112

Centrospermae, (568) 159

Ceramide-1-phosphate, (562) 5

Ceratium horridum, (577) 535

Cereal, (567) 214

Cerebellum, (576) 183

Cerebral ischemia, (569) 307

Cerulenin sensitivity, (577) 170

Ce-unc-120, (577) 21

C-fms, (572) 211

c-Fos, (570) 82

CGI-99, (566) 162

c¢GMP, (561) 11; (569) 317; (577) 551

c¢GMP, guanosine 3,5 -cyclic monophosphate, (573) 207

cGMP-dependent kinase, (559) 118

cGMP-dependent protein kinase, (557) 181; (575) 19

C,H; Zinc finger (572) 15

Chagas’ disease, (560) 134

Chalcone synthase superfamily enzyme, (562) 171

Channel, (559) 145

Channel blocker, (558) 52

Chaperone, (559) 181; (560) 19, 35; (561) 223; (562) 11; (570) 155;
(577) 507; (578) 323, 351

Chaperone activity, (566) 311; (576) 256

Chartreusin, (576) 68

CHASE, (576) 287

CHASM, calponin homology-associated smooth muscle pro-
tein, (573) 207

Checkpoint, (577) 289

Chelation, (578) 128

Chemical communication, (558) 23

Chemical modification, (561) 213

Chemokine, (563) 98; (570) 47; (571) 166

Chemokine receptor, (571) 166

Chemosensitivity, (570) 7

Chemotaxis, (564) 219

Chevron plot, (567) 333

Chimaerin, (561) 177

Chimera, (566) 213; (571) 166

61

Chimeric DnaK/Dnal-binding peptides, (563) 146

CHIP, (565) 11

Chitinase, (567) 307

Chitobiose phosphorylase, (567) 307

Chkl, (558) 57

Chkl kinase, (569) 217

Chlamydia pneumoniae, (562) 22

Chlamydomonas, (563) 119

Chlamydomonas reinhardtii, (559) 129; (562) 202; (564) 104

Chloramphenicol acetyltransferase assay, (560) 210

Chlorella cell wall, (559) 51

Chlorella sorokiniana, (576) 151

Chloride channel, (558) 52; (564) 229; (566) 287; (575) 105; (578) 85

Chloride intracellular channel, (566) 136

Chloride intracellular channel 4, (562) 99

Chloride secretion, (558) 52

Chloride selectivity, (564) 229

Chloroform-methanol-water solvent, (556) 35

Chlorophyll, (556) 95

Chloroplast, (557) 109; (569) 89; (577) 305

Chloroplast import, (564) 116

Chloroplast ribonucleoprotein, (576) 477

Chloroquine, (575) 91

Chlorovirus, (559) 51

CHO cell, (562) 71

Cholera toxin, (561) 122

Cholesterol, (559) 1; (560) 63; (564) 109; (566) 241, 291; (569) 346;
(575) 81

Cholesterol depletion, (566) 65; (577) 87

Cholesterol-based cationic amphiphile, (556) 86

Cholesterol diet, (562) 99

Cholesterol-rich diet, (572) 294

Choline kinase, (566) 115

Chondrocyte, (563) 35

Chondrogenesis, (563) 35

Chondroitin sulfate, (557) 233

Choroidal neovascularization, (557) 21

Chromatin, (567) 8; (567) 15; (574) 1

Chromatin 3D structure, (564) 4

Chromatin decondensation, (577) 496

Chromatin modification, (572) 184

Chromogranin, (571) 107

Chromophore binding site, (573) 1

Chromosomal region maintenance 1, (576) 27

Chromosome 2 open reading frame 7, (576) 401

Chronic hypoxia, (569) 256

Chronic lymphocytic leukemia, (556) 75

Chronic myelogenous leukemia, (564) 73

CHX, cycloheximide, (562) 40

Chymotrypsin-like activity, (578) 217

CINB5, (566) 294

Circadian, (567) 49; (572) 206; (577) 220

Circadian clock, (557) 259; (565) 122

Circadian expression, (564) 91

Circadian rhythm, (559) 129

Circular dichroism, (561) 213

Circular dichroism spectroscopy, (570) 119

Circular polysome, (562) 155

Circular protein, (574) 69

cis Element, (578) 229

Cis-acting element, (561) 181; (562) 27

Citrate, (557) 115

Citrate fermentation, (570) 217

Citric acid cycle, (557) 115

Citrus unshiu, (561) 149

c-Jun, (568) 79

c-Jun N-terminal kinase, (567) 248; (572) 177; (577) 187; (578) 111

4C.labeled jasmonic acid, (562) 45

13C labelling, (568) 117

CI” channel, (559) 45

Cl” homeostasis, (564) 131

Classl hemoglobin, (571) 61

Classification, (561) 186; (571) 93

Clathrin, (572) 271

Clathrin-mediated endocytosis, (566) 294

Claudin-19, (578) 251

CIC-2, (575) 105

Cleavable complex, (565) 81

e-Cleavage, (570) 73

3C-like protease, (574) 131; (576) 325
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Clock, (567) 49 Cortisol, (571) 129

Clock gene, (564) 91; (572) 206 Corynebacterium glutamicum, (563) 108; (573) 155
Clostridial, (578) 121 Cosuppression, (563) 123; (573) 117
Clostridium acetobutylicum, (571) 21 Coumarin 7-hydroxylation, (569) 75
Clostridium cellulolyticum, (572) 195 Coupled electron—proton transfer, (566) 126
Clostridium stercorarium, (561) 155 Coupling factor, (576) 73

Clostridium thermocellum, (572) 195 Cowpea (Vigna unguiculata (L.) Walp.), (577) 545
Clozapine, (560) 115 CP29, (564) 104

ClpB, (578) 351 CP43, (574) 126

CLS gene, (577) 193 CPA, (576) 73

Cluster compound, (567) 179 CPI-17, (578) 73

Clustering, (576) 114 CPX-1, (564) 166

c-Met, (577) 333 CPx-ATPase, (566) 218

cmy, cytomegalovirus, (573) 186 Crab muscle, (561) 202

c-Mye, (572) 211; (578) 211 C-reactive protein, (576) 107

Cnidarians, (570) 175 Creatine kinase, (564) 131; (573) 78

CoA, (569) 169 CREB-binding protein, (561) 195; (577) 496
CoA synthase, (578) 357 Crkl, (561) 223

Coactosin, (576) 91 Crk-associated substrate, (557) 221
Coatomer, (566) 281 CRM1, (566) 275

Co-chaperone, (560) 35 Cross-linking, (560) 205; (576) 57

Cocoon, (561) 167 Cross-species comparison, (562) 27

Cocoon color, (567) 175 Cross-talk, (558) 79; (564) 73; (565) 75
Cocoon pigmentation, (567) 175 Crotonase superfamily, (557) 81
Co-crystallization, (564) 340 CrtD, (570) 184

Co-culture, (565) 167 CrylA, (570) 30

Coding region determinant-binding protein, (569) 277 Cryoprotection, (570) 171

Coenzyme Q9, (578) 53 Crypt, (573) 147

Coenzyme Q10, (578) 53 Cryptochrome, (571) 26

Cofactor binding, (564) 69 Crystal structure, (556) 167, 43; (564) 264, 35; (568) 23; (569) 117;
Cofilin, (576) 91 (577) 111

Cohesin—dockerin binding specificity, (572) 195 Crystal toxin, (570) 30

Cold acclimation, (576) 169 Crystallin, (565) 28

Colicin E1, (576) 205 Crzl, (569) 301

Collagen, (556) 227; (563) 13; (566) 55; (574) 95; (576) 297 CTCF, (572) 154

Collagen binding, (563) 69 C-terminal fragment, (572) 299
Collagen-induced arthritis, (569) 99 C-terminal helical lid, (576) 381

Collagen receptor, (577) 478 C-terminal mutation, (561) 149
Colletotrichum gloeosporioides, (561) 137 C-terminus, (559) 39

Colon, (563) 151; (577) 309 Cu,Zn superoxide dismutase, (569) 289
Colon cancer, (556) 199; (578) 99 Cu@ domain, (576) 101

Colon carcinoma, (557) 159 Cu”™-IDA, (566) 157

Colon carcinoma cell, (563) 98 Cu*'—prion protein interaction, (556) 161
Common structure, (563) 179 Cultured human smooth muscle cell, (567) 339
Comparative genomics, (556) 53 Curculin, (573) 135

Comparative model, (558) 39 Curcumin, (567) 197; (569) 37
Compartmentalization, (577) 154 CutA, (556) 167

Complement component C3, (566) 270 CX3CL1, (561) 105

Complex I, (556) 111, 64; (563) 207 CXCR4 antagonist, (569) 99

Complex II, (556) 64 CXXC motif, (566) 311

Conductivity, (571) 134 Cyanobacterium, (556) 95; (563) 55; (574) 126; (576) 101; (577) 35,
Cone, (577) 259 255; (578) 275

Conformational change, (561) 51; (567) 67; (577) 75 Cyanophycin, (576) 261

Conformational dynamics, (578) 305 Cyclic AMP, (576) 216

Conformational flexibility, (563) 49; (576) 468 Cyclic cGMP, (576) 216

Conformational selection, (556) 13 Cyclic peptide, (577) 399

Connexin, (577) 42 Cyclin, (560) 25

a-Conotoxin, (557) 9 Cyclin A2, (567) 152

Constitutive activation, (576) 461 Cyclin B1, (572) 118

Consumption, (577) 199 Cyclin D1, (567) 243; (576) 481

Contact inhibition, (559) 152 Cyclin D3, (573) 139

Cooperative Hill kinetics, (575) 77 Cyclin-dependent kinase, (556) 91; (560) 25
COPII, (561) 44 Cyclin-dependent kinase 5, (567) 248
Copper, (566) 218 Cyclooxygenase, (558) 33; (560) 30; (570) 223
Copper metalloprotein, (576) 301 Cyclooxygenase-2, (561) 69; (569) 321
Copper toxicity, (556) 253 Cyclophilin, (572) 19

Copulatory organ, (575) 119 Cyclosporine A, (572) 19

Corals, (570) 175 Cyclotide, (574) 69; (577) 399

Core 2-B1,6-N-acetylglucosaminyltransferase, (562) 93 Cystatin, (577) 545

Core complex, (577) 305 Cysteine accessibility, (562) 193

Core al,3-fucosyltransferase, (561) 132 Cysteine protease, (574) 116; (578) 363
Core protein, (557) 174 Cysteine proteinase, (563) 213; (577) 545
Co-regulation, (572) 147 Cysteine, (577) 381; (578) 191

Co-repressor, (576) 190 Cysteine-rich, (561) 167

Corneal epithelium, (565) 6 Cysteine-rich protein, (557) 88

Coronalon, (563) 17 Cystic fibrosis, (558) 52

Coronavirus, (576) 325; (577) 159 Cystic fibrosis transmembrane conductance regulator, (558) 52
Cortex, (576) 183 Cystine knot, (574) 69

Corticotroph, (563) 229 Cystine knot proteins, (566) 207

Corticotrophin releasing hormone, (563) 229 Cytochrome bd, (561) 58
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Cytochrome ¢, (568) 35

Cytochrome ¢ biogenesis, (563) 165

Cytochrome ¢ maturation, (576) 81

Cytochrome c nitrous oxide (N,O) reductase (Nos), (569) 7

Cytochrome ¢ oxidase, (566) 126; (570) 161

Cytochrome ¢ reductase, (568) 146

Cytochrome ¢4, (576) 101

Cytochrome oxidase, (575) 127; (576) 101

Cytochrome P450, (569) 75

Cytochromes, (576) 77

Cytofectin, (556) 86

Cytokine, (560) 81; (573) 202

Cytokinesis, (565) 176

Cytokinin, (558) 85; (576) 287

Cytomegalovirus promoter, (563) 113

Cytoplasm, (578) 180

Cytoplasmic retinoic acid binding protein II, (569) 240

Cytoskeleton, (557) 88; (562) 35; (564) 97; (566) 281; (568) 83; (569)
185; (570) 143; (573) 161; (578) 316

Cytoskeleton destruction, (563) 213

Cytosol, (571) 161

Cytosolic ATP, (578) 224

Cytosolic calcium, (569) 317

Cytosolic pH, (576) 449

Cytotoxicity, (559) 71

D

2D gel electrophoresis, (559) 181

D1 protein, (576) 211

Dabcyl, 4-4 -dimethyl amino phenazo benzoic acid, (573) 186
DADI, (569) 195

Dansyl, (560) 173

Daucus carota, (573) 61

Dauer, (565) 11

2,4-DB, (571) 147

dbldb, (572) 206

D8C, (578) 236

DCIC, dichloroisocoumarin, (562) 40
DC-SIGN, (573) 6

De novo folding, (559) 181

Death domain, (574) 13

Debye-Hiickel, (576) 77

Decarboxylation, (561) 163

Decorin, (574) 95

Defecation cycle, (561) 29

Defensin, (566) 301

Degradation, (568) 110

Dehydratase, (559) 136

Dehydration, (568) 44

Dehydrogenative polymerization, (562) 197
Deinococcus, (578) 26

Delayed-type hypersensitivity, (569) 99; (578) 36
Deletion, (556) 75

Dementia with Lewy bodies, (576) 363
Denaturant, (566) 95

Dendrimer, (577) 127

Dendritic cell, (559) 71; (576) 391; (578) 36
Denitrification, (569) 7

Dense region, (566) 30

Density-degendent, (559) 152
15-Deoxy-'>"*-prostaglandin J,, (572) 33
Deoxyribonucleoside kinase, (560) 3
DESI1, (576) 63

DES2, (563) 93; (576) 63

A* Desaturase, (576) 63

A'-Desaturase, (563) 28

Desensitization, (572) 233; (573) 226; (576) 428
Desiccation stress, (577) 21

Desipramine, (559) 96

Desmoglein, (566) 6

Detailed molecular mechanism, (575) 1
Detergent, (559) 1; (564) 289; (564) 312

63

Detergent insolubility, (576) 455

Detoxification, (559) 111; (561) 163; (572) 245

Development, (561) 167; (564) 153; (572) 123, 184; (578) 1

Developmental expression, (566) 87

DevR response regulator, (565) 75

DevS and Rv2027c sensor kinase, (565) 75

Diabetes, (558) 27; (559) 118; (560) 103; (577) 539

Diabetes mellitus, (562) 160

Diabody, (578) 257

N,N'-Diacetyllactosediamine, (562) 134

Diacylglycerol, (569) 173

Diaphorase, (568) 146

Diazoxide, (568) 167

Dictyostelium discoideum, (577) 227

3’ .4'-Didehydro-1’,2'-dihydro-f, -caroten-1’-ol, (570) 184

Dielectric function, (576) 77

Dielectric polarization vector, (570) 82

Dietary fat, (578) 280

Dietary polyphenol, (574) 176

Differential gene expression, (556) 127; (566) 115

Differential scanning calorimetry, (556) 260; (557) 248; (565) 163

Differentially expressed gene, (573) 83

Differentiation, (562) 141; (563) 93; (566) 178; (569) 165; (571) 237;
(572) 184; (573) 147; (577) 446; (578) 211

DIG, digoxigenin, (562) 45

Dihedral angle, (559) 145

Dihydrolipoamide dehydrogenase, (568) 146

Dihydronicotinamide riboside:quinone oxidoreductase 2, (578)
116

Dihydroorotate dehydrogenase, (568) 129

5,6-Dihydroxyindoline-2-carboxylic acid, (568) 159

10,11-Dihydroxy-N-n-propylnorapomorphine, (556) 193

Dil, (576) 455

Diiron carboxylate protein, (569) 117

Diisopropyl phosphorofluoridate, (570) 57

Dimer, (578) 257

Dimerization, (576) 408

Dimerization initiation site, (578) 285

v,y-Dimethylallyldiphosphate, (557) 33

Dimethyloxalylglycine, (576) 14

Dimethylsulfoxide reductase, (563) 197

Dinitrogenase reductase-activating glycohydrolase, (559) 84

Dinoflagellate, (577) 535

Dinuclear iron center, (573) 93

Dinucleoside polyphosphate, (561) 83

Dipeptide composition, (569) 284

Diptericin, (561) 181

DipZ, (576) 81

Direct oxidation, (562) 197

Directed evolution, (560) 167

Disintegrin, (577) 478

Distant homology, (569) 229

Disulfide bond, (560) 7; (569) 112

Disulfide bond isomerization, (576) 81

Disulfide reductase, (565) 203

Disulfide topology, (574) 156

Disulfide-linker, (571) 205

Disulphide, (556) 180

Diterpene cyclase, (571) 182

Divalent cation cofactor, (560) 158

Divalent metal transporter, (573) 195

DLEU7, (556) 75

DNA array, (565) 167

DNA binding, (559) 89; (568) 55

DNA damage, (560) 125

DNA-damaging stress, (567) 171

DNA-drug interaction, (576) 68

DNA fragmentation factor, (566) 234

DNA interaction, (557) 155

DNA methylation, (567) 15; (572) 184; (578) 69

DNA methyltransferase, (567) 327

DNA microarray, (574) 101

DNA packaging, (563) 135

DNA polymerase B, (566) 147

DNA repair, (560) 81; (563) 7; (567) 86, 259

DNA repair and checkpoint gene, (565) 167

DNA replication, (566) 147; (574) 192; (577) 460

DNA thermodynamic stability, (573) 73

DNA transfection, (556) 86; (571) 205

DnaD, (577) 460
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Dnal, (563) 146 Ectomycorrhizal fungus, (576) 423

DnaK, (562) 105; (563) 146; (565) 65; (578) 351 Ectopic expression, (567) 147

Doa4, (567) 259 ECV304 cell, (568) 183

DOCKI180, (572) 159 EF hand, (561) 51; (566) 30; (572) 289
Docking protein, (564) 14 Effector interaction, (578) 305
Docosahexaenoic acid, (564) 177 Efficiency screening, (560) 91

Dog-sperm, (570) 211 EGF, (5§78) 95

Domain, (578) 236 EGF receptor, (576) 114; (578) 95

Domain interaction, (573) 99 EGF repeat, (574) 156

Domain mutation, (566) 311 EGFR, (578) 95

Domain protein expression, (577) 403 Egg capsule, (561) 167

Domain swapping, (564) 35 Egl, (565) 11

Dominant-negative receptor, (570) 138 Eglin ¢, (556) 116

Dopachrome tautomerase, (556) 236 Egr-1, (566) 247

Dopamine, (576) 461 elF3k, (573) 139

Dopamine receptor, (556) 193; (556) 276 elF4A, (556) 91

Dopamine transporter, (565) 1 elF4GI cleavage, (560) 51

Dorsal root ganglion, (559) 39 Eisenia foetida, (573) 78

Dorstenia contrajerva, (567) 287 Elafin, (574) 80

Double transfection, (577) 175 Elav, (561) 181

Double-strand break, (566) 39 Electrochemistry, (563) 197

Double-stranded RNA, (563) 223; (566) 307; (573) 127 Electron crystallography, (564) 234, 239
Double-stranded RNA-binding domain, (574) 25 Electron microscopic observation, (562) 155
Downregulation, (573) 226 Electron microscopy, (564) 245, 251; (574) 126
Doxorubicin, (572) 281; (576) 369 Electron paramagnetic resonance, (564) 69; (573)
Driving force, (561) 173 68; (578) 262

Drosophila, (565) 43 Electron transfer, (556) 104; (576) 101
Drosophila, (572) 141 Electron transfer protein, (578) 185

Drosophila melanogaster, (558) 23; (567) 86; (575) 95; (577) 165 Electron transport complex, (570) 52

Drought stress, (559) 61 Electrophile, (571) 187; (572) 245

Drought tolerance, (577) 545 Electrophysiology, (572) 233; (574) 145; (576) 231
Drug abuse, (563) 3 Electrospray ionization tandem mass spectrometry, (569) 173
Drug delivery system, (557) 21 Electrostatic interactions, (576) 77

Drug design, (574) 49; (576) 68 Elsamicin A, (576) 68

Drug-induced lipidosis, (559) 96 Embryo, (578) 69

Drug-protein interaction, (563) 75 Embryonal carcinoma, (560) 192

Drug resistance, (562) 193; (576) 369; (577) 67 Embryonal carcinoma P19, (577) 60

Drug target, (572) 46 Embryonic stem cell, (569) 165

DsbD, (576) 81 EmrE, (562) 193

DSC, (566) 301 Endo-B-1,4-glucanase, (560) 45

D-site binding protein, (559) 125 Endocytic recycling compartment, (571) 86
2D-TOCSY NMR TAR-NeoR1, (577) 415 Endocytosis, (563) 59; (571) 103, 107; (572) 271
DU 145 prostate cell line, (561) 144 Endoglucanase, (572) 201

Dual-affinity purification, (578) 262 Endonuclease G, (557) 14

Dual binding, (567) 20 Endoplasmatic reticulum, (576) 277

Duchenne muscular dystrophy, (561) 89 Endoplasmic reticulum, (562) 160; (566) 110; (567) 111; (577) 165,
Dunaliella salina, (569) 337 422

Duplication, (562) 79 Endoplasmic reticulum stress, (563) 185
dUTPase, (566) 48 Endoplasmic reticulum-to-Golgi, (561) 44

Dvl, (560) 115 Endopolyploidy, (567) 152

Dye bias, (560) 120 Endoproteolytic cleavage, (557) 159

Dye leakage, (576) 205 Endosomal release, (572) 221

Dye swap, (560) 120 Endosome, (563) 59

Dynactin, (562) 1 Endosome dynamics, (575) 64

Dynamic model, (563) 234; (576) 119 Endothelial, (569) 105

Dynein light chain, (569) 224 Endothelial cell, (557) 269; (569) 149; (570) 149, 47, 189; (573) 175;
B-Dystroglycan, (572) 216 (574) 106; (577) 199, 427

Dystrophin, (561) 89 Endothelial cell survival, (565) 167
Dystrophin-deficient muscle, (572) 216 Endothelial nitric oxide synthase, (574) 106
Dystrophin—glycoprotein complex, (572) 216 Endothelin-1, (576) 156

Endothelium, (557) 93; (564) 161; (569) 13; (574) 176
Endotoxin, (570) 30
o-Endotoxin, (576) 331
Energy transfer, (561) 111
Engrailed-2, (568) 55
E Enhanced green fluorescent protein, (556) 59
Enhanced yellow fluorescent protein fluorescence, (576) 455
Enolase, (563) 203
eNOS, (573) 175
A3-A%-Enoyl-CoA isomerase, (557) 81

E2/Ubc, (566) 229 Entamoeba histolytica, (564) 109

E2F, (573) 31 Entner-Doudoroff pathway, (576) 133

E3 ubiquitin ligase, (560) 56 Enzyme, (567) 67; (577) 315

E3/Ubl, (566) 229 Enzyme activation, (563) 213; (565) 48

Ebola glycoprotein, (569) 261 Enzyme activity, (577) 446

4E-BP1 expression, (576) 179 Enzyme cascade, (558) 79

Echinacea, (577) 563 Enzyme latency, (578) 152

Echinococcus, (567) 225 Enzyme-linked immunoabsorbent assay, (568) 94
E. coli, (576) 97; (576) 336; (577) 101 Enzyme specificity, (567) 214

Ectodomain, (567) 183 Enzyme-substrate complex, (577) 105
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Enzymology, (576) 9

Eotaxin, (571) 166

EP3 receptor isoforms, (572) 271

Epidermal growth factor, (569) 332; (571) 1; (572) 177; (576) 343;
(578) 95

Epidermal growth factor receptor, (559) 175; (571) 1; (577) 333

Epididymal spermatozoa, (566) 136

(-)-Epigallocatechin-3-O-gallate, (556) 204

Epigenetic control, (562) 27

Epigenetic process, (574) 1

Epimerase, (569) 327

Episodic ataxia type-1, (576) 237

Epithelial Na* transport, (576) 339

Epsl5, (572) 271

Equilibrium dissociation constant, (563) 213

Equinatoxin, (575) 14

Equine infectious anaemia virus, (571) 233

ERAD, (577) 422

erbB2, (565) 139

ErbB receptor, (568) 163

ERK phosphorylation, (566) 65

ERK1/2, (570) 102; (572) 307

ERR-10, (576) 190

Error-prone polymerase chain reaction, (560) 91

Erythroid differentiation, (577) 361

Escherichia coli, (558) 13; (564) 136; (567) 316; (572) 233; (575) 77;
(576) 442; (577) 386

17B-Estradiol, (569) 165

Estrogen, (567) 243

Estrogen receptor, (566) 169; (567) 243; (576) 190; (577) 339

Estrogen receptor o, (572) 238

Estrogen receptor domain, (559) 89

Ethanol, (577) 309

Etheno adduct, (560) 125

Ethylene response, (573) 110

Ethylene signal transduction, (562) 189

N-Ethylmaleimide, (578) 191

N-Ethylmaleimide-sensitive factor, (556) 276

Etoposide, (572) 75

ETRI1, (562) 189

E-tropomodulin, (557) 57

ETS binding site, (561) 117

Ets-1 transcription factor, (576) 487

Eukaryotic initiation factor 4E, (564) 58; (578) 31

Eukaryotic initiation factor 4E-binding protein 1, (564) 58

Eukaryotic initiation factor 4E homologous protein, (564) 58

Eukaryotic initiation factor 4F, (578) 31

Europium fluorescence, (562) 207

Evanescent illumination, (569) 59

Evasion, (567) 291

Evolution, (560) 3; (563) 7; (564) 274; (567) 225; (570) 1; (573) 1;
(574) 167

Evolutional analysis, (557) 228

Evolutionary relationship, (569) 31

Ewing tumor, (578) 111

Excisionase, (577) 17

Excitability, (578) 121

Excretory-secretory, (563) 203

Exo-arabinanase, (560) 199

Exocytic pathway, (567) 209

Exocytosis, (566) 287; (571) 107; (578) 121

Exon-intron structure, (575) 109

Exon-shuffling, (565) 127

Exonuclease, (577) 111

EXORDIUM, (563) 82

Expansin, (559) 61

Exponential growth, (559) 111

Exponential phase, (578) 152

Expressed sequence tag count, (559) 22

Expression, (557) 109; (557) 185; (560) 199; (562) 22

Expression of PR gene, (573) 110

Expression regulation, (573) 155

Extracellular matrix, (563) 35

Extracellular matrix molecule, (566) 190

Extracellular signal-regulated kinase, (556) 26, 204, 227; (559) 33;
(569) 249

Extracellular signal-regulated kinase 1/2, (577) 187

Extracellular signal-regulated protein kinase, (572) 177

Extremely halophilic archaea, (570) 87

Ezrin-radixin—-moesin-binding phosphoprotein 50, (556) 276

F

F4/80, (561) 63

Fab, (564) 24

FACL3, (577) 451

o factor, (571) 26

Factor XIIa, (577) 512

Familial juvenile hyperuricaemic nephropathy, (578) 236

Family 37 CBM, (566) 11

Family 4 carbohydrate esterase, (570) 13

Family 4 polysaccharide lyase, (565) 188

Farnesoid X receptor, (566) 173

Farnesyltransferase, (562) 99

FAS, (567) 281; (577) 451; (578) 85

Fasciola, (567) 225

Fasciola hepatica, (563) 203

Fat mobilization, (569) 195

F-ATPase, (570) 119

Fatty acid, (568) 4

Fatty acid desaturase, (573) 117

AS-Fatty acid desaturase gene, (556) 81

A'’-Fatty acid desaturase gene, (573) 45

Fatty acid elongase 1, (562) 118

Fatty acid elongation 1, (562) 118

Fatty acid B-oxidation, (571) 147

FeBABE reagent, (558) 13

Feedback regulation, (557) 259

Ferredoxin, (564) 116; (570) 1

Ferredoxin:NADP™" oxidoreductase, (564) 116

Ferredoxin NADP" reductase, (576) 375

Ferritin, (567) 179

Fe-S cluster, (557) 215

[4Fe-4S1** cluster, (576) 442

Fe-S protein, (569) 65

F.Fy, (576) 1

Fibril formation, (576) 256

Fibrin clot, (571) 67

Fibrinogen, (571) 67

Fibrobacter succinogenes, (576) 226

Fibroblast growth factor, (564) 14; (578) 21

Fibroblast growth factor 4, (560) 75

Fibroblast growth factor receptor 2, (578) 21

Fibroblast, (557) 26; (561) 105; (563) 103; (569) 240;
(576) 277

Fibronectin type III domain, (577) 49

Fibronectin, (556) 137; (569) 59

Fibrosis, (559) 107

Fidgetin, (578) 191

Filament assembly, (576) 363

Filament formation, (575) 9

Filamentous cyanobacterium, (571) 154

Filamin, (569) 185

Filipin, (566) 25

Fisetin, (570) 77

Fission yeast, (566) 77

FITC, (572) 221

FK506 binding protein 23, (559) 57

FLAG epitope, (578) 262

Flagellar cap, (568) 105

Flagellum, (563) 119

Flavanone 3B-hydroxylase, (561) 149

Flavin, (564) 225; (574) 62

Flavin adenine dinucleotide, (559) 66

Flavin adenine dinucleotide assembly, (564) 116

Flavocytochrome, (578) 185

Flavonoid, (561) 159; (570) 77

Flavonoid biosynthesis, (561) 149

Flavonol, (557) 45

Flavonol synthase, (561) 149

Flavoprotein, (571) 21

FliD, (568) 105

Flow cytometry, (576) 387

Flowering time, (557) 259

Floxuridine, (570) 205

Fluorescein-methothrexate, (566) 83

Fluorescence, (577) 284

Fluorescence anisotropy, (577) 415
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Fluorescence binding assay, (558) 23

Fluorescence lifetimes, (570) 175

Fluorescence microscopy, (566) 39; (566) 121; (578) 145
Fluorescence quenching, (574) 85

Fluorescence recovery after photobleaching, (572) 261

Fluorescence resonance energy transfer, (557) 121; (565) 139; (565)

163
Fluorescent assay, (574) 116
Fluorescent protein, (577) 227
Fluorine, (564) 312
Fluorogenic substrate, (576) 325
Fluorometric assay, (567) 253
5-Fluorouracil, (561) 207
Flux-control coefficient, (570) 52
FM55, (570) 223
Fmoc, N-(9-fluorenyl)-methoxycarbonyl, (573) 186
FMRFamide related peptide, (573) 55
FNR, (558) 13
FNR, (565) 203
Focal adhesion, (556) 211
Folate, (566) 83
Fold recognition, (567) 297; (569) 18
Fork-siRNA, (557) 193
Formamide, (558) 39
Four base codon, (560) 173
Fourfold channel, (573) 93
Fourier transform infrared microspectroscopy, (576) 297
Fractalkine, (561) 105
Fragment complementation, (560) 167
Frameshift mutation, (574) 145
Frataxin, (557) 215; (572) 281; (576) 141
Free energy decomposition, (576) 468
Free radical, (558) 3
Freezing tolerance, (576) 169
Friedreich ataxia, (572) 281
FRS2, (564) 14
Fructosamine, (577) 469
Fructose-1,6-bisphosphatase, (576) 445; (577) 154
Fructosyltransferase, (560) 131; (567) 214
FtsZ, (561)3
al,3-Fucosyltransferase, (562) 93
Fugu rubripes, (556) 59
Fumarate respiration, (578) 185
Function prediction, (569) 18
Functional expression in cultured eukaryotic cell, (577) 147
Functional genomics, (561) 186; (566) 223; (573) 105
Functional proteomics, (559) 129
Fungal pathogen, (572) 46
Fur, (577) 35
Furin, (556) 116; (565) 89; (577) 165
Fusarium culmorum, (575) 71
Fusion protein, (569) 82

G

GBy subunits, (572) 172

Gl arrest, (576) 137

G2/M arrest, (570) 7

G2/M transition, (572) 118
GABAA, receptor, (566) 213
GABAC( receptor, (566) 213
GADD34, (567) 171

GAL switch, (576) 119
Galactinol synthase, (576) 169
Galectin-3, (571) 99
Gamma-interferon, (567) 291
Ganglioside, (560) 14; (569) 135; (576) 487
Ganglioside GD3, (560) 63
Gap junction, (577) 42
GAP43, (557) 143

Gastric acid, (575) 105
Gastric cancer, (578) 21
Gastric cancer cell, (577) 333
Gastric epithelial cell, (558) 33
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Gastrin, (556) 199; (568) 89
GATA-3, (570) 63

Gating, (564) 229

GCC box, (573) 110

GC-MS, (557) 115

gepE,  (561) 99

GD3 synthase, (568) 183

GEF, (572) 172

Gel chromatography, (572) 8
GenBank, (568) 155

Gender, (577) 483

Gene, (570) 25

Gene cluster, (564) 126

Gene duplication, (560) 3; (572) 141
Gene encoding the non-structural protein NS1, (577) 345

Gene expression, (556) 153, 281; (557) 93; (558) 19, 45; (559) 22; (561)
122, 186, 202; (562) 99; (563) 165, 185; (566) 147; (568) 122; (576)

320; (577) 507; (578) 10, 63
Gene expression data, (571) 93
Gene family, (564) 147
Gene fusion, (561) 58
Gene modulation, (578) 280
Gene network, (571) 243
Gene profiling, (563) 3
Gene promoter, (556) 59, 247
Gene regulation, (560) 183
Gene selection, (571) 93
Gene shuffling, (560) 91
Gene silencing, (558) 63, 69; (560) 141; (573) 127
Gene synexpression, (569) 341
Gene targeting, (557) 125
Gene therapy, (567) 116; (574) 80
Generalized polarization, (556) 260
Genetic instability, (563) 7
Genetic network, (576) 387
Genetic polymorphism, (569) 75
Genetic regulation, (563) 66
Genetics, (571) 243
Genistein, (576) 46; (577) 55
Genome data, (562) 202
Genome evolution, (565) 127; (573) 73
Genome information, (578) 275
Genome-wide, (572) 147
Genotoxic stress, (577) 289
Genotyping, (570) 107
Germination, (560) 86
Germline development, (576) 245
GFP, (566) 275; (569) 59; (576) 127, 387
GFRo4, (569) 267
GIPC, (572) 123
GLI1, (578) 157
Glia, (557) 129
Gliadin, (562) 177; (571) 81
Glial cell, (563) 59
Glioma, (569) 307; (578) 323
Gloeobacter violaceus, (578) 275
Glossiphoniid leech, (561) 167
Glucanase, (572) 3
Glucoamylase, (557) 239
Glucocorticoid, (566) 247; (571) 129
Glucocorticoid hormone, (576) 339
Glucocorticoid receptor, (560) 35
Glucokinase-regulatory protein, (570) 211
Gluco-lipotoxicity, (577) 539
Gluconate dehydratase, (576) 133
Gluconeogenesis, (561) 202; (577) 154
Glucose, (570) 205; (571) 55
Glucose deprivation, (563) 185
Glucose metabolism, (577) 154
Glucose oxidase, (561) 213
Glucose-6-phosphatase, (558) 69; (562) 160
Glucose-6-phosphate dehydrogenase, (569) 256
Glucose-regulated protein, (563) 185
Glucose transport, (570) 93
Glucose uptake, (576) 492
a-Glucosidase, (576) 46
Glucosylceramide, (561) 137
Glucosyl-hesperidin, (566) 39
Glucosyltransferase, (567) 197; (568) 159
B-Glucuronidase, (578) 229
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GLUT4, (576) 492

Glutamate, (578) 80

Glutamate dehydrogenase, (562) 59
Glutamic peptidase, (569) 161
Glutamine cyclotransferase, (563) 191
Glutamine synthetase, (558) 45
Glutaminyl cyclase, (563) 191
Glutaminyl-tRNA synthetase, (557) 133
Glutamyl cyclase, (563) 191
v-Glutamylcysteine synthetase, (556) 47
Glutamyl-tRNA synthetase, (557) 133
Glutaredoxin, (565) 203

Glutathione, (556) 47; (560) 63; (565) 203; (569) 169, 256; (571) 187;

(572) 245; (578) 80
Glutathione peroxidase,
Glutathione reductase, (559) 66
Glutathione S-transferase, (566) 100; (572) 245
N-Glycan, (561) 132; (562) 134
O-Glycan, (566) 17
Glycerol, (569) 337
Glycerol uptake, (565) 160
Glycine receptor, (566) 213
Glycine-extended gastrin, (556) 199
Glycodelin, (562) 134
Glycogen synthase kinase-3f,
Glycogen synthesis, (573) 99
Glycolipid galactosyltransferase promoter,
Glycolysis, (570) 93; (577) 1; (577) 469
Glyconeogenesis, (576) 445; (577) 154
Glycoprotein, (577) 422
Glycoprotein 2, (578) 236
Glycoprotein VI, (576) 165
Glycoprotein binding, (562) 51
Glycosaminoglycan, (574) 95
Glycoside hydrolase, (566) 11
Glycoside hydrolase family 18,
Glycosylated human C-reactive protein,
Glycosylated lysozyme, (557) 169
Glycosylation, (566) 270; (576) 401
N-Glycosylation, (565) 143; (576) 21, 51
O-Glycosylation, (561) 44; (566) 17
Glycosylphosphatidylinositol anchor, (569) 229
Glycosyltransferase, (561) 132; (562) 134
GM3, (567) 203
GNE, (566) 105
Goli protein, (564) 157
Golf, (564) 153
Golgi, (565) 111; (567) 209
Golgi apparatus, (563) 59; (564) 97; (566) 281; (573) 161
Golgi body, (574) 9
Gonopodium, (575) 119
Gossypol, (563) 87
gp4l, (567) 183, 287
G-patch, (576) 271
GPCR, (564) 269
GPIb, (573) 26
G-protein, (570) 128; (571) 212; (572) 167; (576) 461
G-protein activated potassium channel, (564) 157
G-protein coupled receptor, (556) 13, 187; (562) 111; (564) 281, 289;

(568) 89; (569) 149; (573) 226
G-protein regulation, (576) 41
Granulocyte, (572) 289
Granulocyte colony-stimulating factor, (556) 249
Granulocyte macrophage colony-stimulating factor,
Granzyme B, (562) 87
Grb2, (560) 215
Green- and red-emitting luciferases,
Green bacteria, (564) 274
Green fluorescent protein, (557) 88; (569) 82; (570) 175
Growth, (563) 69; (563) 82; (577) 1
Growth arrest and DNA damage-inducible gene 45,
Growth cone, (578) 175
Growth factor, (557) 243; (565) 19; (566) 178; (572) 85
Growth hormone, (558) 27; (572) 129
Growth hormone receptor, (558) 96
Growth hormone secretagogue receptor,
Growth inhibition, (562) 71; (565) 117
GrpE, (562) 105
Gs, (564) 153
GSK-3B, (566) 60; (566) 162; (577) 81

(565) 148; (569) 301

(560) 115
(576) 487

(567) 307
(576) 107

(566) 195

(565) 122

(577) 55

(577) 147

GT element, (562) 147

GT-3a, (562) 147

[**S]GTPyS binding assay, (570) 126

GTPase, (566) 241

GTPase activating protein, (557) 275; (571) 212; (572) 135
GTP-binding protein, (577) 361

GTP-gamma-S, (571) 103

Guanidine hydrochloride, (557) 49; (576) 313

Guanine nucleotide exchange factor, (559) 77; (572) 167; (575) 64
Guanylyl cyclase, (559) 118; (561) 11; (568) 151

Gun4, (571) 119

GUPI, (565) 160

GUP2, (565) 160

GUTI, (565) 160

H

(557) 115
(557) 115
(578) 152

D-2-Hydroxyglutarate,
D-2-Hydroxyglutaric aciduria,
H,0, compartmentalization,
H>0, gradients, (578) 152
H'/Ca** antiporter, (559) 99
H"-ATPase, (576) 266
H"-pumping ATPase, (570) 93
HaCaT, (570) 223; (576) 137
HaCaT cell, (577) 249
Haem, (574) 62
Haem-copper oxidases,
Haemolysis, (577) 399
Haemolysis screening,
Haemopoiesis, (578) 1
Half-life, (571) 217
Halophilic bacterium, (558) 7
Halophilic enzyme, (558) 7; (570) 87
Halothane, (578) 140
Hammerhead ribozyme,
Hamster, (570) 25
HAP2, (568) 105
Haploid gene expression,
HASMC, (577) 81
HBP, (556) 265
HBP/SLBP, (556) 7
HCN-channel, (575) 99
Head-to-head genes, (572) 147

Heart, (557) 39; (562) 99; (563) 161; (568) 167; (569) 293

Heat capacity, (576) 468

Heat resistance, (561) 144

Heat shock, (559) 165; (577) 215

Heat shock protein, (562) 11; (565) 28; (570) 69; (571) 187

Heat shock protein 27, (564) 205; (572) 307

Heat shock protein 60, (568) 65

Heat shock protein 70, (558) 101; (561) 144; (576) 381; (577) 339
Heat shock protein 90, (560) 35; (574) 106; (574) 181; (575) 59
Heat shock response, (562) 105
Heat shock transcription factor,
Heat stability, (558) 7

Heat stress, (577) 21

Heavy metal, (556) 167; (566) 1; (569) 140
Heavy-metal resistance, (575) 86

Heavy metal stress, (577) 9

Hedgehog signaling, (578) 157

HEK-293 cell, (576) 21

a-Helix, (559) 145

Helix-8, (576) 461

Helix cap, (559) 145

Helix interaction, (557) 253; (577) 5
Hematophagous, (577) 512
Hematopoiesis, (572) 57

Heme, (568) 44; (572) 281; (577) 35

Heme alkylation, (556) 245

Heme ligand exchange, (565) 48

Heme oxygenase, (578) 90

Hemin/tRA, (577) 361

Hemoglobin, (556) 245

(567) 103
(575) 14

(567) 42

(559) 159

(571) 187
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Hemolectin, (576) 127

Heparan sulfate, (576) 127

Heparin, (568) 10; (574) 95; (576) 127

Heparin-binding growth factor, (557) 233

Hepatic phenylalanine hydroxylase, (577) 507

Hepatitis B virus, (577) 121

Hepatitis B virus X protein, (557) 73; (560) 210; (577) 121

Hepatitis C virus, (557) 174; (557) 99; (567) 253; (577) 517

Hepatitis delta antigen, (578) 345

Hepatocellular carcinoma, (560) 19, 210; (565) 93; (576) 481

Hepatocellular carcinoma cell line, (558) 107

Hepatocyte, (569) 235; (570) 57

Hepcidin, (574) 187

HepG2, (570) 7

HepG2 cell, (577) 81

HER-1, HER-2, HER-3, HER-4, (568) 163

HERCI1, (559) 77

Hereditary inclusion body myopathy, (566) 105

Herstatin, (568) 163

Heterochromatin, (564) 4

Heterochromatin protein 1, (560) 39

Heterodimer, (568) 151; (569) 332; (573) 135

Heterogeneity, (571) 134

Heterologous expression, (566) 201; (567) 197

Heteromeric channel, (573) 61

Heteronuclear NMR, (569) 112

Heteronuclear single-quantum coherence nuclear magnetic reso-
nance, (573) 181

Heterotrimeric G protein, (567) 209

Hexacoordinate, (571) 61

Hexamethylene amiloride, (557) 99

Hexose-6-phosphate dehydrogenase, (571) 129

hHR23B, (574) 121

HIF-1a, (567) 311

High-affinity IgE receptor, (556) 204

High density lipoprotein, (570) 25

High-K,, hexokinase, (570) 211

High mobility group, (556) 236; (559) 89

High mobility group A proteins, (574) 1

High mobility group Al, (569) 277

High performance liquid chromatography-electrochemical, (578) 53

High resolution nuclear magnetic resonance spectroscopy, (557) 148

High resolution polyacrylamide gel electrophoresis, (561) 191

Higher order folding, (564) 4

Highly similar to smoothelin, (564) 205

Hill factor, (576) 77

Hippocampal cell, (566) 25

Hippocampal lesion, (563) 41

Hippocampus, (578) 337

HisG, (578) 128

His-tag, (570) 87

Histamine, (573) 175

Histamine H, receptor, (573) 226

Histidine, (568) 44; (577) 284

Histidine-containing phosphotransfer, (558) 85

Histone, (560) 39; (564) 4; (567) 225

Histone acetylation, (567) 8

Histone deacetylase, (556) 281; (575) 23

Histone deacetylase inhibitor, (570) 37; (574) 171

Histone y-H2AX, (572) 75

Histone mRNA, (556) 7

HIV, (565) 89; (567) 183; (568) 171; (578) 285

HIV-1, (563) 75

HIV-1 TAR, RRE RNA, (577) 415

HL-60, (568) 79

HL-60 cell line, (578) 245

HLA-B27, (575)1

HMA, (569) 140

HMG-CoA, (561) 99

"H NMR spectroscopy, (575) 86

hnRNP K homology-domain containing protein overexpressed in can-
cer, (569) 277

hnRNP K protein, (577) 134

HOBT, 1-hydroxybenzotriazole hydrate, (573) 186

hOLF44, (571) 74

Holoenzyme, (577) 101

Homeodomain, (568) 55

Homologous recombination, (574) 151; (576) 291

Homology model, (558) 101

Homology modelling, (574) 31; (575) 71; (578) 5; (578) 163
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Horizontal gene transfer, (572) 201

Host cell reactivation, (572) 99

HOX gene, (578) 1

HOXB4, (578)1

hrpA, (571) 217

HSF-1, (559) 165

Hspl10, (560) 19

Hsp40, (563) 146

Hsp70, (560) 19; (562) 105; (563) 146

Hsp70 chaperone, (565) 65

Hsp86, (562) 99

Hspl05, (562) 99

hTAF;68, (564) 188

Htra, (569) 351

Human, (576) 156

Human aldolase C gene, (578) 337

Human apoA-I expression, (557) 39

Human astroglia, (563) 223

Human bronchial epithelial cell, (574) 89

Human cell, (557) 193

Human chronic myelogenous leukemia K562 cell line, (577) 361

Human cytomegalovirus, (563) 135

Human B-defensin 2, (561) 117

Human herpesvirus 6, (560) 25

Human immunodeficiency virus, (563) 113; (573) 38

Human keratinocyte, (566) 6

Human mitochondrion, (578) 135

Human monoamine oxidase B structure, (564) 225

Human neurotrophin receptor p75 interacting MAGE homolo-
gue, (564) 171

Human osteosarcoma cell, (557) 148

Human polyhomeotic 2, (564) 205

Human  protease-associated =~ domain-containing
kDa, (576) 401

Human rhinovirus, (568) 99

Human T-cell leukemia virus type I, (562) 165

Human T-cell leukemia virus type I basic leucine zipper, (562) 165

Human telomerase reverse transcriptase, (564) 9

Human Tid-1, (578) 323

Human transferrin, (564) 294; (576) 51

Humoral factor, (565) 143

Hyaluronan, (563) 23

Hyaluronan binding protein, (563) 23

Hybridization, (578) 345

Hydrogen bond, (559) 145; (577) 5

Hydrogen exchange, (578) 140

Hydrogen peroxide, (560) 7; (561) 163; (563) 141; (572) 307; (577)
327; (577) 483

Hydrogenase, (570) 1

12-Hydro(peroxy)eicosa-tetraenoic acid, (576) 165

Hydrophobic interaction, (557) 69; (576) 313

Hydrophobic moment, (576) 417

1-Hydroxycarotenoid 3,4-dehydrogenase, (570) 184

4-Hydroxyhexenal, (566) 183; (578) 217

B-Hydroxyisobutryl-CoA hydrolase, (571) 147

Hydroxylase, (563) 93

Hydroxyl ion, (564) 301

Hydroxymethylbutenyl pyrophosphate, (561) 99

2-Hydroxy-5-methyl-1-naphthoic acid, (566) 201

11B-Hydroxysteroid dehydrogenase, (571) 129

11B-Hydroxysteroid dehydrogenase-type 1, (574) 167

11B-Hydroxysteroid dehydrogenase-type 2, (574) 167

17B-Hydroxysteroid dehydrogenase-type 2, (574) 167

S5-Hydroxytryptamine receptor subunit, (575) 52

Hyperaccumulation, (578) 128

Hypercholesterolemia, (561) 94

Hyperlipidemia, (562) 99

Hyperosmotic shock, (561) 202

Hyperosmotic stress, (574) 42

Hyperphenylalaninemia, (577) 507

Hyperpolarization- and cyclic nucleotide-activated channel, (575) 99

Hyperthermia, (561) 144

Hypoglycemia, (571) 237

Hypoosmotic stress, (574) 42

Hypothermal stimulation, (566) 121

Hypothetical protein, (577) 159

Hypoxia, (556) 137; (567) 311; (569) 293; (575) 59; (576) 14; (577)
434, 439; (578) 53

Hypoxia-inducible factor, (569) 256; (575) 59

Hypoxia-inducible factor-a, (576) 145

protein, 21
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Hypoxia-inducible factor-1, (576) 14; (577) 434
Hypoxia-inducible factor-la, (569) 293; (577) 121
Hypoxia/reperfusion-injury, (566) 255

Hypoxic defense, (567) 116

I

avpS Integrin, (557) 159

1IkB, (571) 50

I-channel, (575) 99

ICK, (573) 147

ICK peptide, (572) 109

ICIn, (559) 45

IEC-6, (573) 147

IFN-B, (570) 97; (576) 86

IFN-y, (570) 63

IGF-1, (577) 357

IGF-I receptor, (568) 163

IgG autoantibody, (566) 6

IKK, (566) 183

IKLF, (578) 99

IL-1, interleukinl, (575) 136

IL-1 receptor antagonist, (575) 30

IL-6, (573) 202

Immediate early gene, (561) 181

Immune escape, (567) 63

Immune system, (567) 291
Immunocytochemistry, (559) 45
Immunoduslation, (577) 563
Immunofluorescence, (569) 59
Immunoglobulin, (564) 35
Immunoglobulin binding protein, (559) 57
Immunohistochemistry, (575) 19
Immunoinhibition, (574) 37; (577) 563
Immunoprecipitation, (570) 20
Immunosurveillance, (567) 63
Immunotherapy of cancer, (567) 63
Immunotoxin, (557) 248; (562) 87
IMPAS, (557) 185

Import, (557) 109

In situ hybridization, (562) 45; (564) 14
In vitro motility assay, (563) 119

In vitro protein synthesis, (560) 173

In vitro selection, (567) 55

In vitro transcription, (564) 41

In vitro translation, (569) 211

In vivo deuterium pulse labeling, (569) 173
In vivo electroporation, (559) 159

In vivo nuclear magnetic resonance, (564) 63
Inclusion body, (557) 49

Indanoyl isoleucine conjugate, (563) 17
Indole-3-carbinol, (576) 137
Indomethacin, (558) 33

Induced optical activity, (567) 270
Inducible nitric oxide synthase, (563) 223
Inducible NO synthase, (577) 351
Induction, (563) 179

Inflammation, (569) 13; (569) 149; (572) 266; (577) 249
Influenza A virus, (560) 69; (578) 331
Influenza virus, (557) 228; (561) 37; (577) 345
Information processing, (563) 7
Information theory, (576) 336

Infrared spectroscopy, (578) 145

ING4, (570)7
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Neurite outgrowth, (569) 267; (576) 161; (577) 455
Neurite, (557) 129; (569) 165
Neuroblastoma, (566) 234
Neurodegeneration, (565) 1

Neurofibrillary degeneration, (566) 261
Neurofibrillary tangle, (576) 183
Neurofibromatosis type 1, (560) 98
Neurofibromatosis type I, (557) 275
Neurofibromin, (557) 275; (560) 98
Neurogenesis, (556) 281

Neuron, (557) 143; (567) 129; (569) 165
Neuronal, (570) 114

Neuronal differentiation, (560) 192; (577) 60
Neuronal expression, (565) 133

Neuronal nitric-oxide synthase, (570) 133
Neuronal plasticity, (567) 129
Neuron-specific expression, (566) 87
Neuroprotection, (562) 211

Neurospora, (567) 49

Neurosteroid, (566) 213

Neurotensin receptor, (564) 289
a-Neurotoxin, (557) 9; (564) 319
Neurotransmission, (578) 121
Neurotransmitter, (559) 6

Neurotrophin, (562) 211; (564) 14
Neurotrophins, (571) 1

Neutrophil elastase, (574) 80
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NF-xB, (566) 60, 183; (567) 275; (569) 321; (570) 97; (571) 50, 81;

(576) 86; (577) 81, 249
NF-xB activation, (578) 239
NGF, (566) 207
Nickel, (578) 128
Nicotiana tabacum, (578) 229
Nicotine metabolism, (569) 75
Nicotinic acetylcholine receptor, (557) 9; (564) 319
a7 Nicotinic acetylcholine receptor subunit, (575) 52
Nicotinic receptor, (566) 247
NIK, (566) 183
Ninein, (566) 162
Nitrate, (577) 199
Nitration, (562) 35

Nitric oxide, (556) 39; (561) 94; (562) 129; (562) 35; (563) 98; (567)

275; (568) 146; (571) 61; (576) 151; (577) 199
Nitric oxide dioxygenase, (577) 199
Nitric oxide synthase, (569) 201; (574) 176; (577) 465
Nitrile, (568) 44
Nitrite, (572) 27
Nitrite reductase, (565) 48
Nitrogen dioxide, (572) 27
Nitrogen fixation, (559) 84
Nitrogenase, (570) 1
Nitrogenase activity, (576) 261
Nitrooxidative stress, (571) 161
Nitrosative stress, (576) 201
NK cell, (569) 156
N-line, (556) 271
N-linked glycan, (556) 216
N-linked glycosylation, (562) 111
NMDA-receptor, (566) 25
NMDA receptor, (566) 261

NMR, (559) 171; (565) 181; (566) 157; (567) 265; (571) 221; (575) 131;

(576) 226; (576) 358
15N NMR, (577) 403
No-cap non-poly(A) tail, (562) 155
Nodule development, (567) 152
Nodulin-like intrinsic protein, (558) 39
Nogo66, (577) 87
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Nogo66 receptor, (577) 87

NO metabolism, (576) 201

Non-coding, (567) 49

Non-coding RNA, (566) 43; (567) 8; (567) 27

Non-enzymatic acetylation, (573) 11

Non-enzymatic glycosylation, (575) 9

Non-equilibrium molecular dynamics,

Non-genomic, (570) 69

Non-genomic action, (577) 339

Non-homogenenous lateral distribution,

Non-metal protein, (566) 157

Non-natural amino acid, (560) 173

Non-specific binding, (563) 66

Non-symbiotic hemoglobin, (572) 27

NO scavenging, (568) 146

NOTCH signaling, (574) 156

N3'-P5’ phosphoramidate oligonucleotide,

NS3 helicase, (567) 253

N-terminal domain, (561) 159

N-terminus, (577) 294

N-type Ca?* channel, (576) 428

Nuclear chaperone, (576) 353

Nuclear envelope, (566) 77

Nuclear export, (565) 106; (566) 275; (572) 92; (576) 27

Nuclear exporting signal, (572) 41

Nuclear factor kB, (561) 217

Nuclear factor-kB, (557) 269; (559) 141; (561) 69; (563) 223; (570)
138; (572) 33; (578) 36; (578) 111

Nuclear factor-Y, (577) 55

Nuclear foci, (577) 289

Nuclear lamina, (568) 122

Nuclear localization, (560) 98

Nuclear localization sequence, (572) 41

Nuclear localization signal, (560) 98

Nuclear magnetic resonance, (560) 134; (564) 307; (568) 19; (577)
284; (578) 185

Nuclear magnetic resonance characterization, (557) 104

Nuclear magnetic resonance spin relaxation, (563) 49

Nuclear magnetic resonance structure, (557) 253; (558) 101

Nuclear PKCe-binding protein, (570) 20

Nuclear pore complex, (572) 261

Nuclear receptor, (557) 269; (561) 69

Nuclear trafficking, (572) 41

Nuclear transfer, (578) 69

Nuclear translocation, (570) 20; (577) 154

Nuclease, (578) 363

Nuclease resistance,

Nucleic acid binding,

Nucleic acid chaperone,

Nucleic acid precursor,

Nucleo-cytoplasmic shuttling,

Nucleoid, (577) 460

Nucleolus, (564) 41

Nucleophosmin/B23, (578) 211

Nucleoplasmin, (576) 353

Nucleoporin, (572) 261

Nucleoside diphosphate kinase,

Nucleosomal array, (566) 131

Nucleosome, (564) 4

Nucleosome positioning,

Nucleotide-binding site, (576) 216

Nucleotide excision repair, (572) 99; (574) 121

Nucleotide prodrug, (573) 38

Nucleotide sequence, (560) 199

Nucleotide sugar, (569) 327

Nucleus, (571) 161; (574) 13

Nuclocapsid, (565) 111

NUDEL, (566) 71

Numatrin, (575) 112

Nur77, (563) 229

O

Oat,
Obesity,

(564) 325

(574) 9

(560) 69

(560) 69
(576) 271

(578) 345

(560) 3

(576) 119

(570) 87; (571) 212

(566) 131

(578) 363
(558) 27; (560) 153; (577) 49, 539

OB-fold,
Obligate Anaerobe,
Octadecanoid,
Odorant-binding protein,
O-H bond dissociation enthalpy,
Oil body,
OIR, oxygen-induced retinopathy,
Okadaic acid,

Oleanolic acid,
Oleic acid,
Olfactomedin,
Oligodendrocyte progenitor cell,
Oligomerisation,
Oligomerization,
Oligopeptidase,

Omi/HtrA2,

OmpX,

Oncogene, (
Oncoprotein,

Oncoprotein SET,
Oncostatin M,
OPDA, 12-oxo-phytodienoic acid,
Operator binding,

Optical trap,

ORC,

(574)

ORF427, (5

Origin,

Oryzalexin S,

Oryza sativa L.,
Osmoregulation,
Osmoregulator,

Osmosensor,

Osmotic stress,

Osteoblast,

Osteoclast,
Osteosarcoma,
Outer membrane protein,
Outer membrane protein folding,
Ovarian cancer,
Overexpression of PIG11 gene,

Oxal,

2-Oxoacid dehydrogenase,
Oxaloactetate decarboxylase,
Oxidase,

Oxidation,

(569)

B-Oxidation,

Oxidative damage,
Oxidative folding,
Oxidative phosphorylation,
Oxidative phosphorylation system,
Oxidative refolding,
Oxidative stress,
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(567) 297

(571) 21
(563) 17

(558) 23

(570) 77

(569) 195

(564) 19
(557 1; (567) 171
(566) 55

(576) 320

(571) 74
(568) 60
(578) 41
(566) 48
67 17
(557) 14

(569) 27

560) 75
(564) 9
(577) 496
(556) 69
(562) 45
(564) 136
(569) 54
192
77) 141

(557) 115
Orthogonal ATP analogue,

(556) 26
(571) 182

(571) 182

(569) 123
(563) 108
(563) 108

(562) 189; (569) 317; (576) 433; (577) 21

(559) 6

(559) 6; (564) 166; (565) 33

(578) 316
(569) 27; (569) 351
(568) 94
(576) 408

(569) 94

89

(577) 523

(570) 217

(561) 58
(571) 124; (577) 127

(557) 81
(556) 253; (571) 9

(566) 207; (574) 156

(575) 131; (577) 1

(558) 19

(557) 69

(556) 104; (557) 26; (558) 74; (560) 63; (565) 148;

(570) 102; (571) 187; (575) 91; (577) 483; (578) 26, 90

Oxidized low density lipoprotein,
Oxoacid, (577) 381
8-Oxoguanine,
Oxyanion binding site,
Oxygen,
Oxygen activation,
Oxygen-induced peptide,
Oxygen sensor,

Oxylipin, (5

Oyster Crassostrea gigas,

P

(578) 169

(556) 104
(571) 17

(556) 64

(570) 161
571 21
(565) 203

66) 1

(561) 75

32p.labellad Ry peptide, 577 (205)

pl 51NK4b

(576) 137

pl6™&4 " (564) 199
pl6/INK4a,
pl18INKae - (574) 171

pl
p21,

gINK4d
P19 cell,

(570) 7

(559) 152

(574) 171
(565) 195
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p21€PL (558) 107
ple]P}/WA(Fl’ (564) 171
p21Vafl - (564) 199

p21WAFL - (570) 37
p21-Activated kinase, (556) 187
p21-Activated kinase 1, (567) 243
p23, (560) 35

p27%Pl 574y 111

P2Y12 receptor, (556) 227

P3 domain, (577) 101

p38, (572) 177; (577) 187
p38-like MAPK, (573) 168
p38 MAPK, (572) 307

P47, (576) 358

P53, (557) 283; (559) 152; (559) 171; (561) 195; (564) 85; (564) 171;
(567) 86; (569) 70; (570) 205; (572) 92; (573) 15; (577) 270; (578) 198

p53 Phosphorylation, (567) 171
p53 target gene, (569) 94

p62, (569) 277

p66°rA (564) 205

p7, (557) 99

p75, (577) 87

p84, (557) 204

p84NS, (574) 13

p97, (576) 358

p300, (561) 195

PABP, (576) 437

Packing, (577) 5

PACT, (574) 25

Pain, (558) 114; (577) 245

Paired helical filament, (568) 178
Palmitoleate, (560) 103
Palmitoylation, (567) 209
Pannexin, (572) 65; (577) 42
Pantothenic acid, (569) 169
Pantothenol, (569) 169

PAR-1, (577) 175

Paramagnetic relaxation, (566) 157
Paramecium tetraurelia, (568) 151
Paraoxonase, (570) 57
Paraventricular nucleus of the hypothalamus, (569) 341
Parkinson’s disease, (565) 1; (572) 227; (576) 363
Partial hepatectomy, (571) 35

PAS domain, (577) 75

Patch clamp, (568) 35

Pathogen, (562) 79; (571) 61
Pathway evolution, (564) 126
Pg-ATPase, (566) 218

Pattern recognition, (559) 27; (568) 49
Paxillus involutus, (576) 423
PBI-F2 protein, (578) 331

PBS, phosphate-buffered saline, (562) 45
PC, (570) 82

PCI12 cell, (566) 178, 275; (577) 455
PCR, (571) 227

PdaA, (570) 13

Pdr5p, (559) 111

al-PDX, (557) 159

PDZ domain, (569) 351

PDZ protein, (568) 139; (572) 123
Pea3, (560) 183

Pectin, (557) 199; (569) 327

Pectin degradation, (565) 188
Pectin methylesterase, (557) 199
Pectin methylesterase inhibitor, (557) 199
Pemphigus vulgaris, (566) 6
Penetratin, (558) 63

Penicillium chrysogenum, (560) 199
Pentacoordination, (577) 315
Pentraxin, (569) 149

Peptide, (567) 287

Peptide binding, (576) 381
Peptide-bond formation, (567) 20
Peptide conformation, (569) 261
Peptide-lipid interaction, (569) 261
Peptide nucleic acid, (556) 180
Peptides, (567) 166

Peptidoglycan, (574) 73
Peptidoglycan-binding domain, (578) 275
Peptidomics, (562) 177; (567) 92

Peptidyl-prolyl isomerase, (559) 57; (568) 94
Periplasmic molecular chaperone, (568) 94
Periplasmic nitrate reductase (Nap), (569) 7
Peritrophic membrane protein, (576) 331
Permeability of peritrophic membrane, (576) 331
Permeability transition pore, (569) 37
Permittivity, (571) 134

Peroxidase, (562) 197; (572) 27

Peroxiredoxin, (557) 26; (571) 161

Peroxiredoxin V, (572) 75

Peroxisome proliferator-activated receptor, (568) 4

Peroxisome proliferator-activated receptor y, (557) 73; (558) 33; (560)

178; (572) 33; (576) 492; (577) 49, 277
Peroxisome proliferator-activated receptor y transactivation,
73
Peroxisome, (571) 161
Peroxynitrite, (561) 94; (562) 129; (571) 161
Persephin, (569) 267
PEST, (561) 63
PEST protein, (557) 209
Petunia hybrida, (561) 149
Pexophagy, (568) 135; (577) 491
P. falciparum, (575) 91
P-glycoprotein, (574) 55; (576) 369
pH, (564) 97; (571) 55; (578) 41
pH regulation, (570) 93
pH titration, (577) 75
Phage display, (557) 164; (564) 340
Phagocytosis, (563) 41
Phalloidin, (565) 163
Pharmacology, (568) 35
Phase behaviour, (568) 15
Phase separation, (569) 346
Phase transition, (556) 260
Phellinus linteus, (576) 391
N®(2-Phenethyl) ATP,  (556) 26
Phenylhydrazine, (572) 281
Phenylketonuria, (577) 507
N-Phenylnaphthylamine, (558) 23
Phenylpropanoid, (561) 159
Pho84, (578) 262
Phoborhodopsin, (564) 219
Phorbol ester, (570) 20; (577) 409
Phorbol 12-myristate 13-acetate, (578) 180
Phosphagen kinase, (573) 78
Phosphatase, (565) 43; (565) 181; (576) 9
Phosphatase activity, (577) 205
Phosphate starvation, (573) 51
Phosphate transport, (578) 262
Phosphatidic acid, (577) 409
Phosphatidylcholine, (569) 173; (569) 346
Phosphatidylcholine synthesis, (566) 115
Phosphatidylethanolamine, (569) 173
Phosphatidylinositol, (576) 9
Phosphatidylinositol 3-kinase, (559) 141; (560) 115; (577) 539
Phosphatidylserine externalization, (572) 103
Phosphatidylserine synthase, (575) 77
Phosphite, (573) 51
3’-Phosphoadenosine 5'-phosphosulfate synthase 2, (556) 59
Phosphodiesterase, (577) 259
Phosphoenolpyruvate carboxykinase, (561) 202
6-Phosphofructo-2-kinase 4, (576) 14
Phosphofructokinase, (577) 284
Phosphoglycerate kinase 1, (569) 256
Phosphoinositide, (559) 77; (565) 43
Phosphoinositide 3-kinase, (560) 30; (565) 43; (575) 35
Phospholipase A,, (576) 165
Phospholipase A, inhibition, (578) 269
Phospholipase activity, (570) 82
Phospholipase C, (556) 127; (557) 288; (568) 89; (571) 35;
(573) 26
Phospholipase D, (566) 287; (569) 229; (577) 409
Phospholipid, (556) 260; (577) 501
Phospholipid bilayer, (573) 68
Phospholipid translocation, (572) 103
Phosphoproteome, (574) 138
Phosphoribosylanthranilate isomerase, (560) 167

Phosphorylation, (556) 211; (557) 121, 181; (560) 39; (561) 44; (564)
307; (569) 217, 249; (570) 133; (572) 92, 227, (573) 15, 161, 226;

(574) 1, 176; (577) 270, 322; (578) 239



76 Volumes 556-578 (2004)

Phosphorylcholine, (576) 107 Pollen, (560) 86; (578) 229
Photo, (572) 221 Poly(ADP-ribose) polymerase, (556) 43
Photoneuroendocrinology, (577) 220 Poly-L-ornithine/fibronectin, (569) 165
Photoperiod, (557) 259 Polyamidoamine dendrimer, (563) 241
Photoreaction cycle, (577) 75 Polyamine, (556) 148; (576) 477
Photoreceptor, (577) 259 Polyanion, (568) 171
Photoreceptor cell, (564) 281 Polyarginine, (566) 307
Photosynthesis, (556) 95; (560) 205, 221; (564) 274; (571) 124; (574) Polycystin-2, (576) 231
126; (576) 101; (578) 275 Poly-domain, (574) 203
Photosystem I, (564) 274; (574) 126; (578) 275 Polyglutamine, (571) 171
Photosystem II, (561) 111; (576) 211; (577) 305 Polyion complex micelle, (557) 21
Phototaxis, (564) 219 Polymer partitioning, (576) 433
Phthalate, (558) 23 Polymorphic variant, (567) 116
Phycobilisome, (574) 85 Polymorphism, (577) 233
Phylogeny, (573) 1 Polyprotein processing, (576) 271
Phytoalexin, (571) 182 Polysaccharide lyase, (559) 51
Phytoceramide, (563) 93 Polysome, (578) 180
Phytochrome, (573) 1 Polyvalency, (562) 51
Phytoremediation, (578) 128 Pore-forming protein, (564) 109; (575) 81
Phytosphingosine, (563) 93 Pore size, (576) 433
PIASy, (570) 97 Portal fibroblast, (559) 107
Pichia pastoris, (567) 214 Portal vein, (562) 141
Picornavirus, (560) 51; (568) 99 Positional catalysis, (567) 20
Pig, (571) 233 Positive selection, (560) 91
PIG11 (P53-induced gene 11), (569) 94 Postsynaptic density, (561) 29
PI hydrolysis, (576) 428 Post-transcriptional gene silencing, (563) 123; (566) 307
PII protein, (576) 261 Post-transcriptional inhibition, (558) 45
PI-3K, (572) 167, 172 Post-transcriptional regulation, (561) 181; (578) 180
PI3K/Akt signaling pathway, (569) 129; (577) 361 Post-translational cleavage, (565) 143
PI 3-kinase, (566) 35 Post-translational modification, (561) 44; (564) 85; (574) 1
Pim-1, (571) 43 Posttranslational regulation, (559) 84; (573) 105
PIN, proteinase inhibitor, (562) 45 Potassium, (563) 108
Pinacidil, (568) 167 Potassium channel, (564) 257; (564) 325; (570) 143
Pineal, (577) 220 Potassium uptake, (578) 58
P intermediate, (570) 161 Potato virus X, (562) 65
Pipette-dipping patch-clamp method, (577) 299 PPARYy, (572) 266
Pirin, (574) 101 PPlase, (572) 19
pK., (573) 181 P/Q type Ca channel, (576) 41
PKB/Akt, (566) 35; (578) 90 PR-1, (576) 477
PKC, (557) 143; (576) 428 PR-1a, (571) 61
PKC signal transduction, (563) 41 pRb, (573) 31
PKG, cGMP-dependent protein kinase, (573) 207 Precancerous condition, (568) 89
32p_labeled Ryy peptide, (577) 205 Precursor, (557) 239; (577) 209
Placenta, (571) 74; (574) 187 Preferential amplification, (571) 112
Planar lipid bilayer, (575) 95; (576) 231 Pregnancy-associated plasma protein-A, (560) 147
Planar lipid membrane, (565) 171 Premature senescence, (557) 26
Plant, (577) 528; (578) 311 Prenyltransferase, (557) 33
Plant cell wall, (557) 199; (559) 61; (569) 327 Pre-replication complex, (574) 192
Plant cell wall polysaccharide, (565) 188 Pre-rRNA processing, (565) 106
Plant defense, (571) 31 Presenilin, (557) 185; (564) 213
Plant homeostasis, (556) 99 Pressure, (556) 153; (560) 221
Plant mitochondrion, (563) 165 Pre-transmembrane, (576) 417
Plant parasitic nematodes, (572) 201 P-Rex1, (572) 172
Plant polyketide, (562) 171 P-Rex2, (572) 172
Plant protoplast, (556) 99 Primary astrocyte culture, (578) 80
Plant secondary metabolite, (566) 1 Primary structure, (577) 209
Plant stress response, (563) 17 Prion protein, (556) 161; (557) 143; (560) 14; (566) 121;
Plant vacuole, (576) 449 Prion protein peptide, (577) 127
Plaque formation assay, (560) 69 Prion signaling, (576) 114
Plasma membrane, (556) 127; (574) 20 PRL-3, (565) 181
Plasmin, (574) 89 Processing, (565) 89
Plasminogen, (556) 175 Processivity, (569) 54
Plasminogen activator inhibitor-1, (556) 175 Pro-coagulant, (571) 67
Plasminogen binding, (563) 203 Procollagen type III, (562) 99
Plasmodium falciparum, (572) 109 Product specificity, (557) 33
Plasmolyzed protoplast volume regulation, (573) 168 Proform of eosinophil major basic protein, (560) 147
Plasticity, (578) 10 Progenitor cell, (556) 249
Plastid, (565) 101 Progesterone receptor, (567) 327
Plastid-encoded plastid RNA polymerase, (571) 26 Programmed cell death, (566) 100; (569) 49; (578) 363
Platelet, (556) 227; (568) 70; (576) 165 Pro-inflammatory cytokine, (571) 50; (572) 266
Platelet-activating factor, (573) 11 Prokaryote, (557) 45
Platelet endothelial cell adhesion molecule-1, (568) 70 Prolactin, (565) 139
Platyhelminth, (567) 225 Proliferation, (566) 169; (571) 237
Pleural mesothelium, (559) 45 Proline, (569) 261
Pleurotus ostreatus, (575) 81 Proline oxidase, (578) 63
PMRI1, (571) 55 Proline synonymous codon, (576) 336
3P NMR spectroscopy, (578) 305 Prolyl hydroxylase, (567) 311; (570) 166; (577) 434
Podocan, (563) 69 Prolyl hydroxylase domain containing protein, (576) 145
Podosome, (565) 33 Promoter, (559) 159; (564) 41; (565) 195; (576) 137; (577) 55; (578) 99;

Polar residue, (577) 5 (578) 251
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Promoter activation, (574) 171

Promoter activity, (558) 107

Promoter analysis, (578) 229

Promoter methylation, (567) 327

Promyelocytic leukemia, (564) 85

Promyelocytic leukemia protein, (578) 291

Pro-peptide stimulated folding, (566) 207

Propionyl-CoA synthetase, (556) 143

Propofol, (577) 434

Pro-proliferative, (578) 99

Proprotein convertase, (556) 116; (557) 159

Prostaglandin, (562) 211; (570) 223

Prostaglandin E,, (560) 30; (572) 271

Prostate cancer, (566) 169; (571) 1; (573) 31; (577) 175;
(577) 451

Prostatic acid phosphatase, (571) 197

Protease, (557) 185; (564) 213; (565) 89; (569) 351; (578) 121

Protease inhibitor, (577) 165

Proteasome, (556) 19; (557) 209; (562) 160, 40; (563) 170; (574) 111

Proteasome inhibition, (578) 217

Protective antibodies, (572) 299

Protein A binding, (576) 107

Protein aggregate, (576) 57

Protein aggregation, (559) 181; (576) 256

Proteinase inhibition, (560) 147

Protein assembly, (556) 161

Protein biophysics, (557) 174

Protein cavities, (578) 140

Protein classification, (576) 348

Protein cross-linking, (556) 1

Protein degradation, (556) 19; (566) 110; (568) 135; (577) 422

Protein disaggregation, (578) 351

Protein disulfide isomerase, (559) 129; (566) 110, 311

Protein disulfide isomerase-related protein, (566) 311

Protein—-DNA interaction, (563) 55; (571) 154; (577) 35

Protein-DNA superstructure, (557) 155

Protein domain, (567) 74; (572) 8

Protein dynamics, (563) 49

Protein engineering, (560) 167; (568) 39

Protein expression, (568) 129

Protein film, (566) 190

Protein folding, (557) 248; (570) 166

Protein glycosylation, (559) 136

Protein insertion into membranes, (569) 261

Protein interaction, (556) 1; (567) 74

Protein kinase, (572) 276

Protein kinase A, (568) 55; (576) 216

Protein kinase B, (574) 181

Protein kinase C, (569) 240; (576) 156; (577) 409

Protein kinase Ce, (570) 20

Protein kinase C{, (574) 121

Protein kinase CK2, (569) 217

Protein ligand, (567) 179

Protein-membrane interaction, (577) 117

Protein methylation, (577) 181

Protein misfolding, (575) 1; (576) 313

Protein module, (565) 127

Protein oxidation, (556) 253; (558) 74

Protein p53, (560) 25

Protein phosphatase, (557) 1; (578) 58; (569) 240; (577) 141

Protein phosphatase 1, (566) 136; (567) 121, 171

Protein phosphatase 2A, (567) 171; (569) 249

Protein phosphatase 2A, (566) 261

Protein phosphorylation, (564) 104; (568) 55

Protein—protein interaction, (557) 73; (561) 177, 217; (564) 188; (566)
229; (568) 23; (572) 195; (574) 25; (577) 17

Protein purification, (556) 1

Protein repair, (558) 74

Protein-RNA interaction, (577) 134

Protein sorting, (556) 276

Protein splicing, (572) 46

Protein stability, (562) 16, 40; (565) 155; (576) 468

Protein structure, (560) 221; (567) 159; (575) 14; (576) 358

Protein synthesis, (557) 243; (563) 219

Protein targeting, (576) 97

Protein thermostability, (569) 284

Protein transduction, (572) 221

Protein transduction domain, (572) 221

Protein transport, (569) 82

Protein turnover, (577) 215

Protein tyrosine kinase, (577) 555
Protein tyrosine nitration, (572) 27
Protein tyrosine phosphatase, (560) 7

Proteoglycan, (576) 391

Proteolysis, (560) 147; (567) 152; (574) 89, 111; (577) 27

Proteome, (556) 253; (557)
Proteomic, (576) 477

109, 159
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Proteomics, (562) 202; (564) 166; (567) 92; (571) 243; (574) 138; (577)

93; (577) 386
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